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ABSTRACT: Coronavirus disease 2019 has become a pandemic. The transmission of severe
acute respiratory syndrome coronavirus 2 (SARS-CoV-2) is strong, and the population is generally
susceptible. The virus enters target cells via angiotensin-converting enzyme 2 as a cellular
receptor.Spike protein is activated by serine protease TMPRSS2. The virus can cause damage to
multiple organs, and there are currently no specific drugs for this virus. However, several
assessments and studies have been carried out. At present, the epidemic situation in China has
been effectively controlled. However,the number of infections abroad has increased rapidly.
Therefore, the epidemic situation in foreign countries is still very serious. The global epidemic
prevention and control work is facing huge challenges. In order to effectively prevent and treat
coronavirus disease 2019, this article reviews the etiology, pathological mechanism, pathological
manifestations, and development of therapeutic drugs for coronavirus disease 2019.
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BRI E M 28 (novel coronavirus pneumonia, “NCP” ), faifRk “¥riafii% ”, WHO
W HoAir 4 20197 559 (coronavirus disease 2019, COVID-19), H JF 4 ™ & 2 E
W45 AR RUIRG 72 (severe acute respiratory syndrome coronavirus 2, SARS-CoV-2). # % H
AT, CHE#2 85292 1420, FET212 7841051, EERIRILELINA.38%, HIMIZIH MBI
AW hn. e, T EH2 58109341, FET-32704.
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SARS-CoV-2J& Tt ki 85, B IEFERNAR B, Bk 2 KEERE 2 T,
F14280~120nm, HAZRRA A 75 1 KB S AR AR, 2 80m B AR A A i 5 U .
PR HAFAEBR, R WL Tom, KZ)23nm, o A SIS R/ 2k, 24S1E
JefR B, St KA, SARS-Cov-2C HEL I PIFE AL LI RAISIEAY, LiFA#S
A T Ak , LK A A B I A b S NS A R LU A Z2OR, LAY AT RE L SAY B
FURZ M HE S8y P, HArAA, WIETT 5 NSARS-CoV-2/15 15, 2 Ll F e
WG, %8 1L H 4 I Pangolin-CoV 5 SARS-CoV-2 (14 3 BRI AH AL 1491.02% ) . %% % O 7E
BHLEBE T W M SCREIEEE . s 508 R THRAN G I o s
ek B, B T R T
2 FB R R R R EL A

Y11 M 524K I A5 5 5K 2 HE # 2 (angiotensin converting enzyme 2, ACE2) I i 24 52 i &
FiF2 (transmembrane serine proteinase 2, TMPRSS2) 33 1A & SARS-CoV-2i3k \ 75 = 41 g 11
KPR . SARS-CoV-25)" E GWEMFIR LR S AL R 75 (SARS-CoV) HA79.5% % H IR
RIJEPE®, P A R 40 M 52 AR ACE 23 N SRAIML,  FFRIF TMPRSS2#% ks ik 4P, aiak
R 2 RS 6 SRS, IS EaHREm R, RNAKEERNAR &l
AL RERNARI G, R EE = AR, SARS-CoV-21R 5 8 F ] 515 41
B2 IRCD14T4E A, il S dE AMREY. BEFCRBL, COVID-198 i M vk A H B4l
HI PR 7 REB R AR, i & AT B R oA SR B 45 &1 Cacute respiratory
distress syndrome, ARDS) [ E [ &, MARDSE HFFET AKX, SARS-CoV-2/m L A\ 4
J&i, TEARNE R ANILE TR, CDA™ Ttk 40 Mot Sod AR A Th i A, 7= Az R4 -
G 20 A SR VR A T R 7, BT S CD14T. CD16™ () #8 M A% Al et FE s, =
FERIE AN 2-6, NRIAIE SN, 4y 3 nl Pk e JARDSHIM AR e, 5l Z 3 E
iReTEE, SEEMT.,

SARS-CoV-2il it 41 fitl 52 R ACE2E NFEA i, ACE2E NARZH 2 &Ik Ao A e 1
SARS-CoV-2r] REHRGL IR NI B8 E . ALK, A&, <8, Bl Blm. 4.
FEAE. BRAR. OO B, BERE. SAIEACE2RIA, XHR/RSARS-CoV-21] AEIRZEIEIK |
AL PEIR. WARFIAETESE RSt
21 MERRS WK, 1AM (type 11 alveolar cell, AT2) f] %ik /K FACE2,
AT 230 T 185 3 2305 599 T A AL HB 2 DI S 26 R0, $R7RSARS-CoV-21T i 5| i K FEAT2
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A, S S . ACE2ib n] /b ERIA T 1 BUHian i, 238 LR 4. meset4E40 i
AR A ANt . ghah, ACE2RTE BB LR AN ik, kKT H5AT2H1 41,
COVID-197 #2245 AL/, COVID-19 4 %2 5| JEL IR E A AT v 453 45 Ak 1) 98 14 e B
TS BOREAT I s M), A G2 B o, U R I8 1k B Y 453 0 P 20 B T 44 286
FEBH, YA EIBIE R, 2] L2 DAk C A i 3 1 18D o 14 FRAZ 2 P 4 M i, o o
o E S A% ELA, 7RI H R TR 5 | A 4 B A (R,

22 ARG ISR, ACE(ERAE bR 24mi. [al iz NS i s i - B 4 i vh s P 36
i%,  HACE27E 7 AN 45 s B r 26 i ST s T AN £ 70, Wolie ki e R e 7512 2
R fE, SIEWIA R Bl AT, e Rabos RBUEE IR, X$E/RCOVID-19
HR LT AR T R 5 IR ACE2K 7 L B 41 52 3145 28 5= 17181, ACE27E IH A4 4 i
th 3 ik, £ WICOVID-197] A B 5 ACE2" (I IH 4 i 45 & M S B0 B g 57 1) FAN
2ROV H, 50.7%(HICOVID-19:8 % RHLH A R R AT Dhfig s, e diE b P iF s o
N, FERINLDH. ASTEEF R FHERR A R BE UL E AR A Ve . A2 BEJE /N
TEENIE SRR, ACE2FT 7R B AR 07 WA BRI S 2 4 rh 3%, COVID-19 Jift 5 % 17 16 1% 7
JERMR A4 VLG, 3 AR IO g i S A P R BB 5K, 16.41% 1) HAE A 3 UE B Bl
Al 107 K 7 T, 7.46% 11 R R IR B 5 2 ok R i A

23 BHRG WK, MENEAM. kCFE 4. OVIgIRTRIAACE2, X$E
IR 24 EEAEAE T R h B B R AR, O JIEFE7E 9 SARS-CoV-2 & YL ) i WU 1,

24 WRRG WKL, BENE ERANE. BENR K bR g0 AT e ik AcE2!M],
DIAOZ AR e 2 FlL, 27.06%[KICOVID-19 % P Sk B 3838, Rl it S e 240 44k 22 A
FISARS-CoV-2i B % 7o iR B PL SR B /NVE R IR, X Re 2 SESE S /INE 0 1 R
FAEBIAN, SR AT RE S R RO BRI . BRIk A P,

25 AEFRZG WANGEPVEIL, ACE27ERSIFANM . SCHRAANM K I8 R 4N s R s, I
HACE2FH M40 M 2238 B 2 575 85 S I AL FRAH G I JE R, SR D S5 1R AR AH DG I 2k
R, IXHE/NEEALAT BEHE SARS-CoV-2J8k 4L, i i 55 1 A B Th RE ks .

26 FRRGE MAOKPVR, HEBHEEMAE RGN, RIS MR, &
RS A B AU, $E7RSARS-COV-2 1] fig i it MLy P Bl AT PR 42 Jnids A gk N A 42
ARG, SRR FIH TR GBHRE RG24
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ZHUEE BATRIN G WIARIREZ 77, oty MRIEMETSAER D WL o HE R  AF
TER PR K Y, SRR A AN R EL A 0 A R, 2 HUE s LA Th AR,
RINARDS. AV LB AFShREAR 4. SR, BRACREL, mlS. iR
Muti% . 2%E SEMIhALRERT . &I R COVID-19R4E B FH AET N £, L
FOORBE, B WA R WRRITASL0BE, £015.8%01 JLE N TREiR &P, 2
HUB B MBI, XA e KD 3 AR 1 KR S i, IR 1 A 20 e % 2h
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b, TR AR 2 SEURE R I BALM E B R R, 402 HoRg WBlrcT 74,
F2 BRI 9T IR VR M UM BE AR B 5% . COVID-19 8% WL I & A 35 e #5:5E . ARDS.
D EEE . RTEEPE BAh, COVID-19 5 o KU 2 hn S 4n i i 43, i

YA J5 , AR SO A AR KR - RIS 5, 1 B ik e i S BUZ I % I FE TR,

T SEUMETHEA R A HURET 4EALTT B £ COVID-19 /35 [ 9 e 22—,

4 FBRREIRGTEHY

COVID-19 L fE A BRG]z A& 1k, {2 H AT AT COVID-19 58 3 LSRR T FIXPRE IR ST N
X, MR ERTT 4
4.1 WAHYXSARS-CoV-2MEEMBUER £ WU 5U A ISR s E T T
PG ST IR AR, B R . R, 2SRRI, A, EREEPE . dRgEmt
5 R0 UUIE 5 % SARS-CoV-2 (1) fA bl 4 I A B, S B8 vG 5 . I UCHR F5 7 M At
SARS-CoV-2 B A 1R A ozt V P32, G e vy 3o 88 v 2555 4 Y o 5 o 7 4 P 3R 855 11
PHAE K S8 4R 975 BE 40 M 52 PR (KR S R FE U BB A, © A FCOVID-19M1 I VAT
B8l e i e A T3, —TE R S I R IR IR BT Fe 45 R W, R e 5 %
B RPN HERE R 1 2 8100%,  [RIN BT 50 3 @l IR EERL L, TR R
I g a1 0 7 PR B i e 7 =5 T S 540 T RNAHR 5 1 RN 45t BEL BB 795 2 RNA )
AR, I R I IO H T R W UTH 52— Tl N SIS G o 05 255 L R L ) 2 1 i
5], ISUCHHE SR FH A, ATEK SR8, —TREHL R4 s, DR
I DL IR = R I8 = o BT 55 T ) SR 2800, bt 5 2 — FHRNARK g RN AT 5 B30
M AT EPURBR R, B2 R — R IT K IN P TR R A, DORAPURERIRIT I
HE B AT T R0 — T O BT RIS R I, VR (07 FIR YA A e Bl b
LR, I AR R G R A 2R, R R T R T B R kgt B
B 25 e — ol I S P P R ) 71, T 8 o) SRR L BT 20 N K 4 P 9 2
ks 4 0T
42 TREPUREZY  XIONGEPVL I, S FL I R M S B 0 1) 70 R SRR A R 37 U v
S TP B A A G R T PR R AR R IS PR R R, OBk 254 S312 /15416,
SA164H LRI F BT B VR Y LS (R3S P R0 A1, LU BG4 TG F5ma5f%, 2 H T CRiEm
RN B SR b B0 . SHEAHANZE PV B 7R JE A B-D-NA-F20 J2E i 3 e 4%
FALEL A S H AR f AR R AR T AR W PUR SRR . SR — R 2, B
B ETUREREN, RSN SARS-CoV-2 LA JEH R IPUR S, HREMEM TR e
Mt AR W 2 ¢, TS A P06 S5 A% TR P9 TG 5 s 230 1,
43 FRMBRITHY B RBISARS-CoV-2/E YL & il B b () SRy, AT TR
HFF R T ZHANGZEP S it 4 SARS-CoV-2 1 58 & [ [ 2 R & 71, 1% 2 iRy
EEL G ARG IR A, TP IE 3 5 ACEAH BAE . H1CD147 NJEAL Pk L HI Bk
BT SE G B S BR 11 5 CDLATIN S &, PR R4 140, SARS-CoV-2((]S2
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W HEAE A 95 75 5 1 LR G PN A R T A AR, 2 kRS I FRIEKLLAS2
T IEHRLSE MO TR FIHE S, B IR AR G2 SARS-CoV-2 & [ B /E I i Bl bkt
IR, ZHANGEHIFR T H A MMM iL, S92 a0 1R o H W 2 il
{0 10 2 R L RN SR AR A 25 (& i . CHIENZEMKE B T 3%tk = R U R e A . Bl
WRE FER BWRT RMIE ST, B 5RNAKEIERNAR B4 &

TR, AT BEL R R S A B B 1), 3R A% H IR R W AT N SARS-CoV-2117E £
(ERIESEYP

4.4 HABFTREA BRI ZH)  ZHOUSE SR AR B RIIA 7 o B R, fdd P e R4 -
L R 240 v R A 1 B A R - AR BELINT JOE R 1 X B8, P R UG . Kevzarast
Rl A -6 A2 AR B R, G SR 4 S A2 AT S IR YEE T, IR DT
TRERAE RS o X T SO SOV (S EE R, AR T SR ERER L BRI X 1 B
FUR s BRI B ATV T2 LINGEUOR e S S e R R B AR TIP3
PUBER YT 722677 COVID-19HUAE X fE 5 3 (0 E G 2 —, R AE LIk LS 4 1 1 .k
My RAER T T R BEARER AN, AR FHZIR T T

5 N &

COVID-19% 1% O 3R K mAT , HLH TR A e 1, AFEVF 2 AN E MR AR 3R
SARS-CoV-2:& — P U 4, B AT R 584 T MR FO BEHLE, RE e I R S B A A DA
Fi, CifiEH— S BAAETETT I IE 1BIT 44, JF O R IR RIS PG 7 2. [FIRE, £
T 42 H SARS-CoV-2 8k YLl 57 | S5 P00 Je (1 DGR A, B0 DGR BE S5O R R R VR T
ZYWIIAE AT T8 AR IETEEAT 24 o B 6 0 25 45 0 T AN W AT, o SO LA A TR N
Wit — PR R e A R R AR, ki A T AR AT, BHIESARS-CoV-2 & L 5% 1% .
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